
This talk presents some ideas about merging p-values from multiple
data sets.  One of the most restrictive problems of this kind arises when
all one has are p values.  The first topic was motivated by some work in
bioinformatics.  The goal was to identify genes that changed their
expression level with age.  Ideally the expression should either be
increasing in all or most tissues, or decreasing in all or most tissues.
The solution was a method that Karl Pearson proposed in the 1930s
that was (wrongly) thought to be inadmissible for over 50 years, but is
actually more powerful than Fisher's test when the effects tend to have
the same sign.  The second part is about partial conjunction tests
where, to get replicability, we want to be sure that a hypothesis can be
confidently rejected at least r times out of n trials. Taking r > 1 provides
robustness against the possibility that one extremely significant p
value has been obtained due to an error.

A seminar by Art Owen

Two robustness ideas for
meta-analysis

Friday 13 Mar 2026 | 10.30 a.m.
Room Benvenuti
Department of Statistical Sciences 
University of Padua

Department of Statistics, Stanford University

We acknowledge financial support under the PRIN 2022 Call (D.D. 104/2022) by the Italian Ministry of University and Research (MUR) –
Project title “MEMIMR: Measurement Errors and Missing Information in Meta-Regression” - Project No.2022FZY9PM - CUP
C53C24000740006- Grant Assignment Decree No. 1401 adopted on 18.9.2024 by the Italian Ministry of Ministry of University and
Research (MUR).




